. No radioactivity was found in the position of the methionine hydrazide. The radioactive product was also identical with methionine in twodimensional thin-layer chromatography on Silica Gel G [14C]Methionyl muropeptide obtained by lysozyme digestion of the reaction product gives two radioactive spots upon paper chromatography (solvent, isobutyric acid-1 m ammonia, 1 : 0.6, v/v), which we referred to elsewhere as products A (with the higher Rf) and B (with the lower Rf).1] The Rfof product A was higher than that of N-
D-G\u-meso-A2pm-D-Ala referred to as C6) and the Rfof product B was slightly lower. Upon elution of products A and B from the paper with water and chromatography, both fractions had chromatographic mobility similar to that of the original product B. Treatment of the eluted fractions of products A and B with penicillin-insensitive DD-endopeptidase,7) which hydrolyses the crosslinked muropeptide dimer molecule bis(7V-acetylglucosaminyl-TV-acetylmuramyl-tetrapeptide) to give two molecules of G6, did not change the chromatographic mobilities of the compounds in the eluted fractions (data not shown). Probably product A is labile and easily hydrolyzed by drying, to form a compound with an Rf similar to that of product B. This degradation product could be product B, but we are not sure. In the hydrazinolysis experiment here, we used the same lysozymetreated reaction mixture that gave two spots on the paper chromatogram, and it seems unlikely that product A decomposed before its contact with hydrazine to form a product that released free methionine by hydrazinolysis.
Wehave not yet found which group in the peptidoglycan binds to the amino group of the D-amino acid. There are several possibilities: peptidoglycan has several carboxyl groups in its repeating-unit muropeptides. The most likely is the carboxyl group at the L-center of mesodiaminopimelic acid, because this group is the place where lipoprotein binds, linking the peptidoglycan to the outer membrane.8' Addition of certain D-amino acids decreased the ratio of the peptidoglycan-bound form of lipoprotein over the free form.1* If we assume that the linkage between the D-aminoacid and peptidoglycan was at the L-center carboxyl group of meso-diaminopimelic acid, the binding of D-amino acids to peptidoglycan may be done by an LD-transpeptidase. A similar mechanism probably fractions in binding the a-amino group of the C-terminal lysine moiety of the lipoprotein to the L-center carboxyl group of mesc^diaminopimelic acid of the peptidoglycan.
